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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/10/02 8,94 6 

Input Set : A:\LEX-0289-USA SEQLIST.txt 
Output Set: N:\CRF3\01152002\J028946.raw 

4 <110> APPLICANT: Yu, Xuanchuan 

5 Miranda, Maricar 

6 Friddle, Carl Johan 

8 -:120> TITLE OF INVENTION: Novel Human Kinases and Poly 
K"j -.130 - FILE REFERENCE: LEX- 0289-USA 
C--> 12 <140> CURRENT APPLICATION NUMBER: US/10/02 8 , 94 6 
C--> 12 <141> CURRENT FILING DATE: 2001-12-20 

12 -:150> PRIOR APPLICATION NUMBER: US 60/258,335 

13 -:15.r' PRIOR FILING DATE: 2000-12- 27 
15 vl60> NUMBER OF SEQ ID NOS : 4 

17 <170> SOFTWARE: FastSEQ for Windows Version 4.0 
10 <:210> SEQ ID NO: 1 
2 0 ■:2.U> LENGTH: 6165 

21 • 2 1 2 •> TYPE: DNA 

22 v2I3^ ORGANISM: homo sapiens 

24 ■•;4 00> SEQUENCE: 1 

25 atgttgaagt tcaaatatgg agcgcggaat cctttggatg ctggtgctgc 

26 gccagccggg cctccaggct gaatctgttc ttccagggga aaccaccctt 

2 7 cagcagatgt ctcctctttc ccgagaaggg atattagatg ccctctttgt 

28 gaatgcagtc agcctgctct gatgaagatt aagcacgtga gcaactttgt 

29 tccgacacca tagctgagtt acaggagctc cagccttcgg caaaggactt 

30 agtcttgtag gttgtggtca ctttgctgaa gtgcaggtgg taagagagaa 

31 gacatctatg ctatgaaagt gatgaagaag aaggctttat tggcccagga 

32 ttttttgagg aagagcggaa catattatct cgaagcacaa gcccgtggat 

33 cagtatgcct ttcaggacaa aaatcacctt tatctggtca tggaatatca 

34 gacttgctgt cacttttgaa tagatatgag gaccagttag atgaaaacct 

35 tacctagctg agctgatttt ggctgttcac agcgttcatc tgatgggata 

36 gacatcaagc ctgagaacat tctcgttgac cgcacaggac acatcaagct 

37 ggatctgccg cgaaaatgaa ttcaaacaag atggtgaatg ccaaactccc 

38 ccagattaca tggctcctga agtgctgact gtgatgaacg gggatggaaa 

39 ggcctggact gtgactggtg gtcagtgggc gtgattgcct atgagatgat 

40 tcccccttcg cagagggaac ctctgccaga accttcaata acattatgaa 

41 t.ttttgaaat ttccagatga ccccaaagtg agcagtgact ttcttgatct 

42 ttgttgtgcg gccagaaaga gagactgaag tttgaaggtc tttgctgcca 
4 3 tctaaaattg actggaacaa cattcgtaac tctcctcccc ccttcgttcc 

44 tctgacgatg acacctccaa ttttgatgaa ccagagaaga attcgtgggt 

45 t;cgtgccagc tgagcccctc aggcttctcg ggtgaagaac tgccgtttgt 

46 tacagcaagg cactggggat tcttggtaga tctgagtctg ttgtgtcggg 

47 cctgccaaga ctagctccat ggaaaagaaa cttctcatca aaagcaaaga 

48 tctcaggaca agtgtcacaa gatggagcag gaaatgaccc ggttacatcg 

49 gaggtggagg ctgtgcttag tcagaaggag gtggagctga aggcctctga 

50 tccctcctgg agcaggacct tgctacctac atcacagaat gcagtagctt 

51 ttggagcaag cacggatgga ggtgtcccag gaggatgaca aagcactgca 

52 gatatcagag agcagagccg gaagctccaa gaaatcaaag agcaggagta 

53 gtggaagaaa tgaggttgat gatgaatcag ttggaagagg atcttgtctc 

54 cggagtgatc tctacgaatc tgagctgaga gagtctcggc ttgctgctga 

55 cggaaagcga cagaatgtca gcataaactg ttgaaggcta aggatcaagg 



DAT E : 0 1/1 5/20 0. 
TIME: 15:28:59 



ENTERED 



nucleotides Encoding the Same 



tgaacccatt 
tatgactcaa 
tctctttgaa 
ccggaagtat 
cgaa gtcaga 
agcaaccggg 
g caggtttca 
ccc c caatta 
gcctggaggg 
gatacagttt 
cgtgcatcga 
ggtggatttt 
gattgggacc 
aggcacctac 
ttatgggaga 
tttccagcgg 
gattcaa age 
tcctttcttc 
cac c ctcaag 
ttcatcctct 
ggggttttcg 
tctggactcc 
gctacaagac 
gagagtgtca 
gactcagaga 
aaagcgaagt 
gcttctccat 
ccaggctcaa 
agcaagaaga 
aqaattcaag 
gaagcctgaa 
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RAW SEQUENCE LISTING DATE: < 1 1 / i v - ! "-' - 

PATENT APPLICATION: US/10/02 8, 94 6 TIME: 15 2 6 

Input Set : A:\LEX-0289-USA SEQLIST.txt 
Output Set: N:\CRF3\01152002\J028946.raw 

56 gtgggagaat atgcgaaact ggagaagatc aatgctgagc agcagctcaa aattcaggag 1920 

57 ctccaagaga aactggagaa ggctgtaaaa gccagcacgg aggccaccga gctgctgcag 1980 

58 aatatccgcc aggcaaagga gcgagccgag agggagctgg agaagctgca gaaccgagag 2040 

59 gattcttctg aaggcatcag aaagaagctg gtggaagctg aggaacgccg ccattctctg 2100 

60 gagaacaagg taaagagact agagaccatg gagcgtagag aaaacagact gaaggatgac 2160 

61 atccagacaa aatcccaaca gatccagcag atggctgata aaattctgga gctcgaagag 2220 
h2 aaacatcggg aggcccaagt ctcagcccag cacctagaag tgcacctgaa acagaaagag 2280 

cagcactatg aggaaaagat taaagtgttg gacaatcaga taaagaaaga cctggctgac 2340 

64 aaggagacac tggagaacat gatgcagaga cacgaggagg aggcccatga gaagggcaaa 24 00 

6 5S attctcagcg aacagaaggc gatgatcaat gctatggatt ccaagatcag atccctggaa 24 60 

66 cagaggattg tggaactgtc tgaagccaat aaacttgcag caaatagcag tctttttacc 2520 

67 caaaggaaca tgaaggccca agaagagatg atttctgaac tcaggcaaca gaaattttac 2580 

68 ctggagacac aggctgggaa gttggaggcc cagaaccgaa aactggagga gcagctggag 2640 

69 aagatcagcc accaagacca cagtgacaag aatcggctgc tggaactgga gacaagattg 2700 

70 cgggaggtca gtctagagca cgaggagcag aaactggagc tcaagcgcca gctcacagag 2760 

71 ctacagctct ccctgcagga gcgcgagtca cagttgacag ccctgcaggc tgcacgggcg 2820 

72 gccctggaga gccagcttcg ccaggcgaag acagagctgg aagagaccac ageagaagct 2880 
713 gaagaggaga tccaggcact cacggcacat agagatgaaa tccagcgcaa atttgatgct 2940 

74 cttcgtaaca gctgtactgt aatcacagac ctggaggagc agctaaacca gctgaccgag 3000 

75 gacaacgctg aactcaacaa ccaaaacttc tacttgtcca aacaactcga tgaggcttct 3060 

76 ggcgccaacg acgagattgt acaactgcga agtgaagtgg accatctccg ccgggagatc 3120 

77 acggaacgag agatgcagct taccagccag aagcaaacga tggaggctct gaagaccacg 3180 

78 tgcaccatgc tggaggaaca ggtcatggat ttggaggccc taaacgatga gctgctagaa 3240 

79 aaagagcggc agtgggaggc ctggaggagc gtcctgggtg atgagaaatc ccagtttgag 3300 

80 tgtcgggttc gagagctgca gaggatgctg gacaccgaga aacagagcag ggcgagagcc 3360 

81 gatcagcgga tcaccgagtc tcgccaggtg gtggagctgg cagtgaagga gcacaaggct 34^0 

82 gagattctcg ctctgcagca ggctctcaaa gagcagaagc tgaaggccga gagcctctct 3480 

83 gacaagctca atgacctgga gaagaagcat gctatgcttg aaatgaatgc ccgaagctta 3540 

84 cagcagaagc tggagactga acgagagctc aaacagaggc ttctggaaga gcaagccaaa 3600 

85 ttacagcagc agatggacct gcagaaaaat cacattttcc gtctgactca aggactgcaa 3660 

86 gaagctctag atcgggctga tctactgaag acagaaagaa gtgacttgga gtatcagctg 3720 

87 gaaaacattc aggttctcta ttctcatgaa aaggtgaaaa tggaaggcac tatttctcaa 3780 

88 caaaccaaac tcattgattt tctgcaagcc aaaatggacc aacctgctaa aaagaaaaag 3840 

89 gttcctctgc agtacaatga gctgaagctg gccctggaga aggagaaagc tcgctgtgca 3900 

90 gagctagagg aagcccttca gaagacccgc atcgagctcc ggtccgcccg ggaggaagct 3960 

91 gcccaccgca aagcaacgga ccacccacac ccatccacgc cagccaccgc gaggcagcag 4020 

92 atcgccatgt ccgccatcgt gcggtcgcca gagcaccagc ccagtgccat gagcctgctg 4080 

93 gccccgccat ccagccgcag aaaggagtct tcaactccag aggaatttag tcggcgtctt 4140 

94 aaggaacgca tgcaccacaa tattcctcac cgattcaacg taggactgaa catgcgagcc 4200 

95 acaaagtgtg ctgtgtgtct ggataccgtg cactttggac gccaggcatc caaatgtctc 4260 

96 gaatgtcagg tgatgtgtca ccccaagtgc tccacgtgct tgccagccac ctgcggcttg 4320 

97 cctgctgaat atgccacaca cttcaccgag gccttctgcc gtgacaaaat gaactcccca 4 380 

98 ggtctccaga ccaaggagcc cagcagcagc ttgcacctgg aagggtggat gaaggtgccc 4440 
9^ aggaataaca aacgaggaca gcaaggctgg gacaggaagt acattgtcct ggagggatca 4500 

100 aaagtcctca tttatgacaa tgaagccaga gaagctggac agaggccggt ggaagaattt 4560 

101 gagctgtgcc ttcccgacgg ggatgtatct attcatggtg ccgttggtgc ttccgaactc 4620 

102 gcaaatacag ccaaagcaga tgtcccatac atactgaaga tggaatctca cccgcacacc 4680 

103 acctgctggc ccgggagaac cctctacttg ctagctccca gcttccctga caaacagcgc 4740 

104 tgggtcaccg ccttagaatc agttgtcgca ggtgggagag tttctagqga aaaagcagaa 4800 
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PAIENT APPLICATION: US/10/02 8 , 94 6 I IMF.: 1 5 : _ b : 9 
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1m5 gctqatgcta aactgcttqg aaactccctg ctgaaactgg aaggtgatga 

p!h atgaactgca cgctgccctt cagtgaccag gtggtgttgg tgggcaccga 

10" 7 tacgccctga atgtcttgaa aaactcccta acccatgtcc caggaattgg 

108 caaatttata tt.atcaagga cctggagaag ctactcatga tagcaggaga 

lug ctgtgtcttg tggacgtgaa gaaagtgaaa cagtccctgg cccagtcoca 

110 cagcccgaca tctcacocaa catttttgaa gctgtcaagg gctgccactt 

111 gqcaagattg agaacgggct ctgcatctgt gcagccatgc ccagcaaagt 

112 cqctacaacg aaaacctcag caaatactgc atccggaaag agatagagac 

113 tgcagctgta tccacttcac caattacagt atcctcattg gaaccaataa 

114 atcgacatga agcagtacac gctcgaggaa ttcctggata agaatgacca 

115 cctgetgtgt ttgccgcctc ttccaacagc ttccctgtct caategtgea 

116 gcagggcagc gagaggaqta cttgctgtgt ttccacgaat ttggagtgtt 

117 tacggaagac gtagccgcac agacgatctc aagtggagtc gcttaccttt 

118 tacagagaac cotatctgtt tgtgacccac ttcaactcac tcgaagtaat 

119 gcacgctcct cagcagggac ccctgcccga gcgtacctgg acatcccgaa 

120 ctgggccctg ccatttcctc aggagcgatt tacttggcgt cctcatacca 

121 agggtcattt gctgcaaggg aaacctcgtg aaggagtccg gcactgaaca 

122 ccgtccacct cocgcagcag ccceaacaag cgaggcccac ccacgtacaa 
12 3 accaagcgcg tggcctccag cccagcgccg cccgaaggcc ccagccaccc 

124 agcacacccc accgctaccg cgaggggcgg accgagctgc gcagggacaa 

125 cgccccctgg agcgagagaa gtcccccggc cggatactca gcacgcggag 

126 cocgcgaggc tgtttgaaga cagcagcagg ggccggctgc ctgcgggagc 

127 ccgctgtccc aggtgaacaa ggtctgggac cagtcttcag tataa 
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